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AOKNagyuK: KynarmH Tumyp ApTyposuy



[1nA cTaTbyM B }KYpPHan «bnotexHonornsa»

['eHBI C TTOBBILLIEHHOMN IKCIIPECCUeEn ['eHbI CO CHUIKEHHOW SKCIIPECCUEN
147 304 971 226 290 962
ELOVLS ELOVLS
LUC LUC

Pe3ynbtaTbhl aHann3a gupdepeHumanbHOM 3KCNPeccumn reHoB B OTBET Ha 06paboTKy 5 mkM
3pacTUHa KOHTPoAbHOU ANHUKN MDA-MB-231 1 AnHuM ¢ HoKaayHom reHa ELOVLS
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LUC nocne o6paboTku 3paCTUHOM NO CPaBHEHUIO C KOHTPONeMm

HYPOXIA
UNFOLDED_PROTEIN_RESPONSE
TNFA_SIGNALING_VIA_NFKB
MTORC1_SIGNALING
P53_PATHWAY
UV_RESPONSE_UP
REACTIVE_OXYGEN_SPECIES_PATHWAY
MYC_TARGETS_V1
MYC_TARGETS_V2
INFLAMMATORY RESPONSE
XENOBIOTIC_METABOLISM
HEME_METABOLISM
IL2_STAT5_SIGNALING
APOPTOSIS
EPITHELIAL_MESENCHYMAL_TRANSITION
GLYCOLYSIS
PI3K_AKT_MTOR_SIGNALING
IL6_JAK_STAT3_SIGNALING
ESTROGEN_RESPONSE_LATE
COMPLEMENT
UV_RESPONSE_DN
ADIPOGENESIS
ALLOGRAFT_REJECTION
TGF_BETA_SIGNALING
WNT_BETA_CATENIN_SIGNALING
KRAS_SIGNALING_UP
DNA_REPAIR
PROTEIN_SECRETION
OXIDATIVE_PHOSPHORYLATION
COAGULATION
PANCREAS_BETA_CELLS
FATTY_ACID_METABOLISM
KRAS_SIGNALING_DN
INTERFERON_GAMMA_RESPONSE
HEDGEHOG_SIGNALING
BILE_ACID_METABOLISM
ANGIOGENESIS
APICAL_SURFACE
ESTROGEN_RESPONSE_EARLY
NOTCH_SIGNALING
PEROXISOME
ANDROGEN_RESPONSE
SPERMATOGENESIS
APICAL_JUNCTION

MYOGENESIS
INTERFERON_ALPHA_RESPONSE
CHOLESTEROL_HOMEOSTASIS
E2F TARGETS
G2M_CHECKPOINT
MITOTIC_SPINDLE
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ELOVL5 nocne o6paboTky 3pacTUHOM MO CPAaBHEHUIO C KOHTpoONeMm

UNFOLDED_PROTEIN_RESPONSE
TNFA SIGNALING_VIA_NFKB
REACTIVE_OXYGEN_SPECIES_PATHWAY
MTORC1_SIGNALING

HYPOXIA
XENOBIOTIC_METABOLISM
P53_PATHWAY
IL6_JAK_STAT3_SIGNALING
COMPLEMENT
IL2_STAT5_SIGNALING
UV_RESPONSE_UP
HEME_METABOLISM
EPITHELIAL_MESENCHYMAL_TRANSITION
ESTROGEN_RESPONSE_EARLY
UV_RESPONSE_DN

APOPTOSIS
TGF_BETA_SIGNALING
ESTROGEN_RESPONSE_LATE
INTERFERON_GAMMA_RESPONSE
INFLAMMATORY _RESPONSE
HEDGEHOG_SIGNALING
ALLOGRAFT_REJECTION
PI3K_AKT_MTOR_SIGNALING
NOTCH_SIGNALING
PROTEIN_SECRETION
WNT_BETA_CATENIN_SIGNALING
COAGULATION
BILE_ACID_METABOLISM
APICAL_JUNCTION
MYC_TARGETS_V2
INTERFERON_ALPHA RESPONSE
MYOGENESIS
KRAS_SIGNALING DN
PANCREAS_BETA CELLS
KRAS_SIGNALING_UP
APICAL_SURFACE
ANGIOGENESIS

ANDROGEN RESPONSE
ADIPOGENESIS

GLYCOLYSIS

DNA_REPAIR

PEROXISOME
FATTY_ACID_METABOLISM
MITOTIC_SPINDLE
MYC_TARGETS_V1
SPERMATOGENESIS
CHOLESTEROL_HOMEOSTASIS
OXIDATIVE_PHOSPHORYLATION
G2M_CHECKPOINT
E2F_TARGETS

" padj20.05
B padj<0.05
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CurHanbHbI NyThb

CpaBHeHue ELOVL5 u LUC nocne o6paboTku apacTMHOM

MYC_TARGETS_V1
E2F_TARGETS
G2M_CHECKPOINT
MTORC1_SIGNALING
BILE_ACID_METABOLISM
DNA_REPAIR
KRAS_SIGNALING_UP
ALLOGRAFT_REJECTION
COMPLEMENT

PANCREAS_BETA CELLS
CHOLESTEROL_HOMEOSTASIS
MYC_TARGETS_V2
PI3K_AKT_MTOR_SIGNALING
FATTY_ACID_METABOLISM
PROTEIN_SECRETION
UNFOLDED_PROTEIN_RESPONSE
PEROXISOME
SPERMATOGENESIS
OXIDATIVE_PHOSPHORYLATION
INTERFERON_ALPHA_RESPONSE
INTERFERON_GAMMA_RESPONSE
MITOTIC_SPINDLE
XENOBIOTIC_METABOLISM
APICAL_JUNCTION

ADIPOGENESIS .
HEME_METABOLISM . padj = 0.05
KRAS_SIGNALING_DN . padj < 0.05

ESTROGEN_RESPONSE_LATE
ANDROGEN_RESPONSE
NOTCH_SIGNALING
REACTIVE_OXYGEN_SPECIES_PATHWAY
IL6_JAK_STAT3_SIGNALING
WNT_BETA_CATENIN_SIGNALING
APICAL_SURFACE
UV_RESPONSE_UP
ESTROGEN_RESPONSE_EARLY
HEDGEHOG_SIGNALING
MYOGENESIS

APOPTOSIS

INFLAMMATORY _RESPONSE
P53_PATHWAY

COAGULATION

GLYCOLYSIS
TGF_BETA_SIGNALING
ANGIOGENESIS
TNFA_SIGNALING_VIA_NFKB
IL2_STAT5_SIGNALING
UV_RESPONSE_DN
EPITHELIAL_MESENCHYMAL_TRANSITION
HYPOXIA
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