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panMmepbl

ALOXE3 | length | Tm | AG(homo) | AG(hetero) |

Forward ACCTCCTCCTCTTCTGGTTGGT 62.46 -4.41 464

Reverse TTCCGCTCCTGGATGTCCCTTG 22 64.30 -4.64

Product Length 157 (3 TpaHcKpunTa)

_—mam- AG (hetero) | |

Forward CACCGTGCCCACCACAAGTTT 63.93 -3.61 6.44

Reverse AGCACATCATCAGCAAGCCAGG 22 63.48 -3.14

Product Length 211 (1 TpaHcKpunT)

GCLM | length | Tm | AG(homo) | AG(hetero) |

Forward CCTGCGGAAGAAGTGCCCGT 65.19 -6.68 509

Reverse AGCTGTGCAACTCCAAGGACTG 22 63.02 -7.05

Product Length 210, 276 (2 TpaHcKpunTa)

_—mam- AG (hetero) | |

Forward TCCGACCGCCCTCCGATTTC 64.41 -3.61 6.68

Reverse TGACCAGGCTGTTGACGGCT 20 64.20 -3.61

Product Length 184 (1 TpaHcKpunT)

CHMP1B | length | Tm | AG(homo) | AG(hetero) |

Forward ACGACGACGCTCACCACTCC 64.54 -3.61 361

Reverse CAGTTCATCCTGCTCCGCCG 20 63.51 -3.61

Product Length 150 (1 TpaHcKpunT)

FTH1 _length | Tm | AG(homo) | AG (hetero) _|Mpumeuanue
Ccblnika Ha Primer-

Forward CGCCAGAACTACCACCAGGAC 21 62.69 -3.61 464 BLAST

Reverse CCCGCTCTCCCAGTCATCAC 20 62.30 -3.61

Product Length 264



https://www.ncbi.nlm.nih.gov/tools/primer-blast/primertool.cgi?ctg_time=1717179846&job_key=Jiz4iZPjnku5cQ50AxQqRnkPO3RUHCBpVQ

[TpoBepKa 3dPEKTMBHOCTU CYLLECTBYHOLLMX MPANMEPOB

GPX4: 1.87 + 0,02
HMOX!: 1,67 + 0,030
AIFMZ: 1,94 = 0,033
SAT: 1.9+ 0,02
FTHI: 1,98 £ 0,03

SLETAIL: 1,30 = 0,03



[Tonbop reHa housekeeping
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[MpobHbin MUP (3pacTuH, 6 4acos)
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[MpobHbin MUP (3pacTuH, 6 4acos)
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[MpobHbin MUP (3pacTuH, 6 4acos)

ctrl vs erastin IGFBP6
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IncuCyte (PI)

[Mpobnema — HanbonbLAA CMePTb B KOHTPOIbHOM ToUKe (cnupT 1%)
DHA Propidium Test
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IncuCyte (PI)

[Mpobnema — HanbonbLAA CMePTb B KOHTPOIbHOM ToUKe (cnupT 1%)
DHA Propidium Test
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IncuCyte (Pl
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IncuCyte (PI)

PeweHne — cmeHa cpeabl, CMeHa cnupTa
MDA-MB-231 sh-LUC
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IncuCyte (PI)

PeweHne — cmeHa cpeabl, CMeHa CnmnpTa
MDA-MB-231 sh-IGFBP6
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IncuCyte (KoH®NOEHTHOCTL)
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IncuCyte (KoH®NOEHTHOCTL)

5000 KneToK/nyHKa

MDA-MB-231 sh-IGFBP6
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MTT (TOT e naaHWeT, YTO U B MpeablayLem 3Kcn-Te)

MDA-MB-231 sh-LUC
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MTT (TOT e naaHWeT, YTO U B MpeablayLem 3Kcn-Te)

MDA-MB-231 sh-IGFBP6
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MitoClox

https://doi.org/10.3390/cells12040611
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Flow cytometry analyses were performed with excitation at 488 nm and the detection channels 505-560 and
595-642.


https://doi.org/10.3390/cells12040611

MitoClox

MDA-MB-231 / ctrl (1% EtOH) / DHA 100 mkM / DHA 400 mkM (3 yaca)
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Tube Mame: cell_ctrl1
Sample 1D

Population
@ Al Events

o Pr

Events |% Total |% Parent

26663 100.00%
20000  75.01%

100.00%
75.01%

Median FITC-A |SD FITC-A | SD PE-A | Median PC5.5-A

13373.2 12062.7  14522.0
12870.3 5514.5 7206.6

14607.8
14097.6

Green/red = 0.91



MitoClox

MDA-MB-231 / ctrl (1% EtOH) / DHA 100 mkM / DHA 400 mkM (3 yaca)

cell_etah : All Events [l x] cell_stah : All Events [ x]
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Tube Name: cell_etoh ]
Sample 1D:
Population Events % Total |% Parent |Median FITC-A |SD FITC-A  |SD PE-A | Median PE-A
. All Events 25868  100.00% 100.0056 14630.9 a034.8 9605.3 153652.8
. P1 20000 T7.32% T7.32% 14244.0 5323.8 B6678.3 15288.2

Green/red = 0.93



MitoClox

MDA-MB-231 / ctrl (1% EtOH) / DHA 100 mkM / DHA 400 mkM (3 yaca)
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Tube Name: cell 100 ]
Sample ID:
Population Events % Total % Parent Median FITC-A SD FITC-A Median PE-A
. All Events 26152 100.00% 100.00%% 15973.8 aasl.7 17204.0
. P1 20000 76.48% 76.48% 15530.9 5665.5 167350.3

Green/red = 0.93



MitoClox

MDA-MB-231 / ctrl (1% EtOH) / DHA 100 mkM / DHA 400 mkM (3 yaca)
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Tube Mame: cell 400 ]
Sample ID:
Population Events |% Total |[9% Parent |MedianFITC-A |SDFITC-A | SD PE-A | Median PE-A
. All Events 32658 100.00% 100.00%6 17982.6 13137.2 15747.3 19860.4
. P1 20000 61.24% 61.24% 17734.2 6075.8 7690.8 19630.5

Green/red = 0.90



