Biopathways

easy-to-use MHCTPYMEHT ANs aHanm3a
oboralleHns MeTabonnyeckux nyTemn



e MMNOPT AaHHbIX (counts nnu LFC)
e BblObop 6a3bl gaHHbIX MeTabonnyecknx nyten (PathwayDatabase)
e npeobpasoBaHNE AaHHbIX
® [1OCTPOEHME TENNOBOW KapThbl
Gene scores Heatmap

NTSC2 1 2 1 1 7 6 7 8
HMGAT |11 11 10 9 44 43 40 38

PCK1 15 15 15 17 2 4 4 3 LIG4
HMGAT1
PSIPT |23 24 25 23 12 10 13 N PSIP1

ABCG2 70 72 68 70 30 33 40 41
L4 |1o 0 0 O 2 1 3 2




Bbi6op 6a3bl gaHHbIX (PathwayDatabase)

> Select pathway database
0 database: hallmark

If you have chosen custom database, please define it below
pathway: BcTtaBbTe 3HayeHue (text)
Example: ACSL4 LPCAT3 ACACA PLA2G6

genes: BcTaBbTe 3HayeHume (text)



Bbi6op 6a3bl gaHHbIX (PathwayDatabase)

Ha TeKyLnn MOMEHT AOCTYMHbI criepytoLme 6asbl JaHHbIX:

hallmark

canonical pathways

reactome

transcription factor targets

custom (nonb3oBaTenbckasa 6asa gaHHbIX)

If you have chosen custom database, please define it below
pathway: BcTtaBbTe 3HauyeHue (text)
Example: ACSL4 LPCAT3 ACACA PLA2G6

genes: BcTaBbTe 3HaueHue (text)



Bbi6bop MeTabonmnyeckux nyren gna aHanausa

> Enter pathways
(> Example: REACTOME_APOPTOSIS,REACTOME_MTOR_SIGNALLING

pathways: BcTaBbTe 3HauyeHue (text)

I'Ipumeqal-me: OOCTYrneH nonck no KJirn4yeBbliM C/10OBaM N reHaMm

> Search pathways

e query: BcTtaBbTe 3HauyeHue (text)

by_gene: [



I'IOCTpoeume TernoBbiX KapT

> Plot heatmaps
° method: complete w

metric: euclidean x

NMpumMmeyaHue: pekoMeHOyeTCcA U3MEHUTb 3Ha4YeHna aprymeHTos method
7 metric, €CJIN pe3ysibTaT KNacTtepn3aymmn He ygoBsneTBopAaeT OXNOaHNKO
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