Kro nog6upan? Mawa M
Y 3TOro reHa HecKosnbKo AeACTBUTENbHbIX TPAaHCKPUMNLMOHHbLIX B: NpaiiMepbl B3ATbI Ha CTbIKe 3K30HOB

Sequence (5'->3' Template strand Length Start Stop Tm GC%
Forward primer ATCCCCACGGC( Plus 16 916 931 63,5
Reverse primer CCAAGTGGAGA/ Minus 20 1154 1135 64,1

Product length
Exon junction  924/925 (forward primer) on template XM _054321146.1

npanmepbl pasaeneHbl XoTA 6b1 1 UHTPOHOM

Sequence (5'->3' Template strand Length Start Stop Tm GC%
Forward primer CAAGCCTGCCC( Plus 20 638 657 65,1
Reverse primer GTTGAAGTCCA( Minus 21 881 851 63,2

Product length
Total intron size 4622 (between pos. 8352787 and 8357524 on NC_060943.1)

Self complement Self 3' compleme Hairpin

62,5 4 0
60 4 1 -0.63 (37.2)
239

Self complemeni Self 3' compleme¢ Hairpin

55 4 0
52,38 4 3
244


https://www.ncbi.nlm.nih.gov/nucleotide/2462565672?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/-2099994499?report=gbwithparts

Kro nog6upan? Mawa M

Y 3TOro reHa HeCKoOJibKo AEACTBUTENbHbIX TPAHCKPUMNUMNOHHLIX B! npaﬁmepbl B3ATbl HA CTbIKe 3K30HOB

Sequence (5'->3' Template strand Length Start
Forward primer CAGCTCTGTGTC Plus 19
Reverse primer ACTTCTCCACAA Minus 20

Product length
154/155 (forward primer) on template NM_001354840.3

Exon junction

Sequence (5'->3 Template strand Length Start
Forward primer AGGAACCATCT( Plus 21
Reverse primer TTGGCAAAACTC Minus 22
Product length

Exon junction 154/155 (reverse primer) on template NM_001354840.3

Sequence (5'->3' Template strand Length Start
Forward primer TTCAGAGACAG( Plus 20
Reverse primer TTGGCAAAACTC Minus 20

Product length

Exon junction  154/155 (reverse primer) on template NM_001354840.3

140
364

66
169

169

Stop

Stop

Stop

Tm GC%
158 /63.2
345 /64.3

Tm (primer blas GC%

86 63,8
148 66,2
Tm GC%
27 /63.8
150 /63.9

Self complement Self 3' compleme Hairpin
57,89 4 2 -0.78 (33.3)
55 2 2 0,73
225
Self complemer Self 3' complem Hairpin
47,62 5 3 -0.8 (34.8)
45,45 5 0 -1.74 (44.5)
104
Self complemeni Self 3' complem¢ Hairpin
50 3 0 -0.56 (33.9)
45 5 2 -1.74 (Tm 44.5)
162

Selfdimer Heterodimer  Specific
-6,34
-3,14 -5,25
>NM_00128758(
Selfdimer Heterodimer Specific
-3,3
-7,05 -5,562
yes
Selfdimer Heterodimer  Specific
-3,14
-7,05 -6,69
yes


https://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&id=1889533154
https://www.ncbi.nlm.nih.gov/nucleotide/1843978532?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1843978532?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1843978532?report=gbwithparts

Kro nop6upan? Kapuna
Y 3TOro reHa HecKosnbKo AeACTBUTENbHbIX TPAaHCKPUMNLMOHHbLIX BapUaHTOB
npanMepbl B3ATbI Ha CTbIKe 3K30HOB

Sequence (5'->3' Template strand Length Start Stop Tm GC% Self complement Self 3' compleme Hairpin Selfdimer Heterodimer  Specific
Forward primer GGACCTCTCTGC Plus 25 5734 5758 63,54 52 5 2 -1.79 (Tm 51.7) -3,55
Reverse primer GCCTGGGAGAT™ Minus 21 5918 5898 63,09 61,9 3 2 -1.54 (Tm42.1) -3,61 -6,69
Product length 185
Exon junction  5754/5755 (forward primer) on template NM_170589.5 yes
npamepbl B3ATbl Ha CThIKe 3K30HOB
Sequence (5'->3' Template strand Length Start Stop Tm GC% Self complemeni Self 3' complem¢ Hairpin Selfdimer Heterodimer  Specific
Forward primer CCTCTCTGGACT Plus 25 5737 5761 64,55 56 5 2 -1.45(Tm 44.1) -3,61 yes (BLAST),
Reverse primer GGCGACGAGCC Minus 21 6024 6004 63,01 57,14 5 2 -2.9 (Tm 59.3) 6,21 -3,61 UCSC Hawen
Product length 288 eu:gkg?)%ﬂ);m
Exon junction  5754/5755 (forward primer) on template NM_170589.5 189bp
npanmepbl B3ATbl Ha CTbIKE 3K30HOB + UHTPOH MeXAY HUMK
Sequence (5'->3' Template strand Length Start Stop Tm GC% Self complemeni Self 3' complem¢ Hairpin Selfdimer Heterodimer  Specific
Forward primer GGTGCAGTCAG( Plus 24 6230 6253 63,22 54,17 5 3 -3.54 (Tm 61.4) -6,34
Reverse primer GGGTCTGCTCTT Minus 25 6489 6465 63,27 52 4 2 -0.86 (Tm 34.4) -4,41 -6,69
Product length 260
Exon junction  6245/6246 (forward primer) on template NM_170589.5 yes

Total intron size 4278 (between pos. 40647074 and 40651471 on NC_000015.10)



https://www.ncbi.nlm.nih.gov/nucleotide/1677492982?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1677492982?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1677492982?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/568815583?report=gbwithparts

Kro nop6upan? Kapuna

Yy 3TOro reHa oguH AEeACTBUTENbHbIN TpaHCKpMI‘ILlMOHHOﬁ BapuaHT

Forward primer
Reverse primer
Product length
Exon junction
Total intron size

Forward primer
Reverse primer
Product length
Exon junction
Total intron size

Forward primer
Reverse primer
Product length
Exon junction

Forward primer
Reverse primer
Product length
Exon junction
Total intron size

npaﬁmepbl B3aTbl HE Ha cTbike 3Kk30HOB + WUHTPOH MeXAay HUMU

Sequence (5'->3' Template strand Length Start Stop Tm GC%
GCTGCTTCCTGC Plus 23 1054 1076 63,22 52,17
ACCTTCCTATCA Minus 22 1315 1294 63,24 59,09

None for forward primer, None for reverse primer
7287 (between pos. 59117368 and 59124767 on NC_000015.10)

npaimepsbl B3ATblI HE Ha cTbike 3K30HOB + MHTPOH MeXAay HUMKU

Sequence (5'->3' Template strand Length Start Stop Tm GC%
CTGCTTCCTGCT Plus 24 1055 1078 63,41 54,17
AGGCAAGGTCT1 Minus 23 1297 1275 63,39 47,83
None for forward primer, None for reverse primer
7287 (between pos. 59117368 and 59124767 on NC_000015.10)

npanMepbl B3ATbl Ha CTbIKe 3K30HOB
Sequence (5'->3' Template strand Length Start Stop Tm GC%
TCGGAGAGCAG' Plus 21 23 43 63,91 61,9
CAAATCACTGG/ Minus 22 162 141 63,67 59,09

147/148 (reverse primer) on template NM_004701.4

npaﬁmepbl B3ATbl HAa CTbIKe 3K30HOB + MHTPOH MeXAy HUMU

Sequence (5'->3' Template strand Length Start Stop Tm GC%
TCAAAAGCCGG( Plus 22 943 964 63,11 54,55
GCCATGTGCTG( Minus 24 1166 1143 64,5 50

957/958 (forward primer) on template NM_004701.4
6148 (between pos. 59117368 and 59123517 on NC_000015.10)

Self complement Self 3' compleme Hairpin

S
S

3 -1.59 (Tm 45)

3 -2.62 (Tm 50.4)
262

Self complement Self 3' compleme Hairpin

5
5

3 -1.72 (Tm 40.3)
0 -1.78 (Tm 46.5)
243

Self complemeni Self 3' complem¢ Hairpin

4
5

2 -1.48 (Tm 41)

3 -0.62 (Tm 36.1)
140

Self complemeni Self 3' compleme¢ Hairpin

4
5

0 -1.14 (Tm 40.8)
2 -3.43 (Tm 57.2)
224

Selfdimer

Selfdimer

Selfdimer

Selfdimer

-3,55
-4,67

-5,12
-3,9

-4,64
-6,68

-9,75
-7,05

Heterodimer

-4,67

Heterodimer

-5,5

Heterodimer

-8,02

Heterodimer

-4,74

Specific

yes (BLAST), B
UCSC Hawen
npoaykT
1305bp Ha ToM
Xe reHe

Specific

yes (BLAST), B
UCSC Hawen
npoaykT
1382bp Ha Tom
XKe reHe

Specific

yes

Specific

yes


https://www.ncbi.nlm.nih.gov/nucleotide/568815583?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/568815583?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1519311756?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/1519311756?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/568815583?report=gbwithparts

Kro nop6upan? AnuHa
Yy 9TOro reHa HeCKOmnbKO AeMCTBUTENbHbIX TPAHCKPUMLIMOHHbLIX BapMaHTOB

Sequence (5'->3 Template strand Length Start
Forward primer TTGCAGACAAA Plus 21
Reverse primer TGGACCTACTT Minus 25
Product length 99

Exon junction 10393/10394 (reverse primer) on template NM_018136.5

Sequence (5'->3 Template strand Length Start
Forward primer ACAAAACCCAT Plus 24
Reverse primer GCATCGGGTG™ Minus 25
Product length 82

Exon junction 2258/2259 (reverse primer) on template NM_018136.5

Stop
10314
10412

Stop
2198
2279

10334
10388

2221
2255

npaﬁmepbl Ha CTblKe 9K30HOB

Tm
63.39
63.62

Tm
63.63
64.45

GC%
52.38
52.00

GC%
45.83
52.00

Self complemer Self 3' complem Hairpin

4.00
4.00

0.00
2.00

-3.11(Tm=48)
-0.68(Tm=33.4)

Self complemer Self 3' complem Hairpin

3.00
4.00

3.00
0.00

-1.44(Tm=42.7)
-0.24(Tm=28.4)

Selfdimer
-7.05
-4.67

Selfdimer
-5.02
-3.91

Heterodimer

-5.12

Heterodimer

-8.09

Specific

yes

Specific

yes



Kro nop6upan? AnuHa
Yy 9TOro reHa HeCKOmnbKO AeMCTBUTENbHbIX TPAHCKPUMLIMOHHbLIX BapMaHTOB

Sequence (5'->3' Template strand Length Start Stop
Forward primer AGAACATCCATTGCTTAGAGCTGC 25 1536
Reverse primer GCCATCCCAGA( Minus 21 1825

Product length
Exon junction  1555/1556 (forward primer) on template XM_047441951.1
Total intron size 3261 (between pos. 101128836 and 101132190 on NC_000023.11)

Sequence (5'->3' Template strand Length Start Stop Tm
Forward primer AACATCCATTGC Plus 25 1538
Reverse primer AGCACTCTGCCC( Minus 22 1760

Product length
Exon junction  1555/1556 (forward primer) on template XM_047441951.1

Sequence (5'->3' Template strand Length Start Stop Tm
Forward primer TGTGTTGGCAAC Plus 24 935
Reverse primer ACAACAAAGCC™ Minus 23 1199

Product length
Total intron size 16913 (between pos. 101109591 and 101126709 on NC_000023.11)

1560
1805

1562
1739

958
1177

npaﬁmepbl Ha CTblKe 3K30HOB + MHTPOH MeXay HUMn

Tm GC% Self complement Self 3' compleme Hairpin
63.40 48.00 4.00 1.00 -1.71(Tm=46.1)
63.69 61.90 5.00 3.00 -3.92(Tm=56.2)

npanmMepsbl Ha CTbIKe 3K30HOB

GC% Self complement Self 3' complementarity
63.09 44.00 4.00 1.00
63.76 54.55 4.00 2.00

MHTPOH Mexay npaiiMepamu

GC% Self complement Self 3' complementarity
63.77 50.00 5.00 2.00
63.26 52.17 4.00 2.00

290

223

265

Hairpin
-1.71(Tm=46.1)
-1.37(Tm=44.5)

Hairpin
0.16
-2.59(Tm=52.4)

Selfdimer
-6.34
-6.21

Selfdimer
-6.34
-5.09

Selfdimer
-3.9
-7.81

Heterodimer

-6.21

Heterodimer

-6.69

Heterodimer

-7.19

Specific

yes

Specific

yes

Specific

yes


https://www.ncbi.nlm.nih.gov/nucleotide/2217391467?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/568815575?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/2217391467?report=gbwithparts
https://www.ncbi.nlm.nih.gov/nucleotide/568815575?report=gbwithparts

Kro nop6upan? AnuHa
Yy 9TOro reHa HeCKOmnbKO AeMCTBUTENbHbIX TPAHCKPUMLIMOHHbLIX BapMaHTOB

Sequence (5'->3 Template strand Length Start
Forward primer TACCATCACCT Plus 24
Reverse primer GCTCCTGCATT Minus 23
Product length 76

Exon junction 1214/1215 (forward primer) on template NM_001165960.1

Sequence (5'->3 Template strand Length Start
Forward primer ACCATCACCTC Plus 23
Reverse primer CCTGCATTTTG Minus 23
Product length 72

Exon junction 8035/8036 (reverse primer) on template NM_001813.3

Sequence (5'->3 Template strand Length Start
Forward primer AACACTTACTG Plus 25
Reverse primer TTCCATTGCCT Minus 19
Product length 172

Exon junction 987/988 (forward primer) on template NM_001813.3

Stop
7979
8054

Stop
7980
8051

Stop
969
1140

8002
8032

8002
8029

993
1122

npaﬁmepbl Ha CTblKe 9K30HOB

Tm
63.48
64.62

Tm
63.85
63.74

Tm
63.44
63.29

GC%
50.00
56.52

GC%
52.17
52.17

GC%
48.00
63.16

Self complemer Self 3' complem Hairpin

2.00
5.00

0.00
1.00

0.57
-2.07(Tm=49.8)

Self complemer Self 3' complem Hairpin

2.00
5.00

0.00
2.00

0.57
-2.07(Tm=48.8)

Self complemer Self 3' complem Hairpin

4.00
3.00

1.00
2.00

-2.81(Tm=56.9)
-0.88(Tm=39)

Selfdimer
-3.61
-7.05

Selfdimer
-3.61
-7.05

Selfdimer
-4.89
-3.61

Heterodimer

-6.62

Heterodimer

-8.2

Heterodimer

-6.31

Specific

yes

Specific

yes

Specific

yes


https://www.ncbi.nlm.nih.gov/nucleotide/260166611?report=gbwithparts

